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2. —BrtEgE DNA {5 2000 fifig ikt » Hrp R AT 600 i - 5K (o) fRiAs s (b) KUEERHIEH ;
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5 (b) fRRETARELBIR AR 5 () HREBA PP FHIIFARB AR AT - (4 53)

8. E M X Jetaf] ERYRRIERER (b) b o #AE AL (XBX0) BLIEH AR (XPY) &5 - oK () F
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DNA g4 — {2 iR G - R IL 258 AT 2 B 20 ikl -SG50 H B ORBE I 408 - (443)



| wim : mhE 149

RAE T BEAR » MAE FIE e A B 5

10. B S HpHSUUE (PCR) h 148 DNA 1 hifa - 17 30 JEEER - 5K (o) mA4AFEH DNA 21#
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